Secondary metabolism by industrially improved Penicillium chrysogenum strains by Salo, Oleksandr
  
 University of Groningen
Secondary metabolism by industrially improved Penicillium chrysogenum strains
Salo, Oleksandr
IMPORTANT NOTE: You are advised to consult the publisher's version (publisher's PDF) if you wish to cite from
it. Please check the document version below.
Document Version
Publisher's PDF, also known as Version of record
Publication date:
2016
Link to publication in University of Groningen/UMCG research database
Citation for published version (APA):
Salo, O. (2016). Secondary metabolism by industrially improved Penicillium chrysogenum strains.
[Groningen]: University of Groningen.
Copyright
Other than for strictly personal use, it is not permitted to download or to forward/distribute the text or part of it without the consent of the
author(s) and/or copyright holder(s), unless the work is under an open content license (like Creative Commons).
Take-down policy
If you believe that this document breaches copyright please contact us providing details, and we will remove access to the work immediately
and investigate your claim.
Downloaded from the University of Groningen/UMCG research database (Pure): http://www.rug.nl/research/portal. For technical reasons the
number of authors shown on this cover page is limited to 10 maximum.
Download date: 12-11-2019
Propositions with the thesis: 
 
‘’ Secondary metabolism by industrially improved 
Penicillium chrysogenum strains’’ 
 
by Oleksandr Salo 
 
 
1. A successful strain improvement programme requires a narrow focus on the 
desired phenotype. Therefore, not all the features of the evolved mutant are 
predictable (Chapter 2) 
 
2. The improved titer of β-lactam production obtained by the classical strain 
improvement programme is only a minor reflection of the broad mutational impact 
on secondary metabolism of P. chrysogenum (Chapter 2) 
 
3. NRPS related secondary metabolite production is a main beneficiary of the amino 
acid flux alternations induced by the industrial strain improvement program of 
P.chrysogenum (Chapter 2)  
 
4. The single amino acid substitution of Pks13 (Pc21g05080) led to the elimination of 
sorbicillionoids from the secondary metabolism of the P. chrysogenum (Chapter 4) 
 
5. Histone deacetylase HdaA is a pleiotropic regulator of secondary metabolism in 
P.chrysogenum (Chapter 3) 
 
6. Reliable studies on epigenetic regulation of fungal secondary metabolism can be 
only achieved when using strains with a wild-type background (Chapter 3) 
 
7. In P.chrysogenum, there are two functional 6-methylsalicylic acid synthases (Pks4 
and Pks18) that operate in two putative biosynthetic pathways (Chapter 5) 
 
8. All you have to do is take a close look at yourself and you will understand everyone 
else.   (Isaak Asimov, Foundation's Edge)  
